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Supplementary figures and legends
. SDS-PAGE of the Cbf5C-Nop10-Gar1C sample prior to crystallization and dissolved crystals.
The gel shows that all the three proteins were degraded in crystal. As residues 33-124 of Gar1C (32-124) were observed in the crystal structure, the N-terminal 18 residues from the His 6 -tag and thrombin cleavage site of Gar1C appears to be degraded. The C-terminal 10 residues of Nop10 were invisible in crystal and were likely degraded. Cbf5C was degraded into a major species that lost about 40-50 residues (~5 kD). To locate the region that was degraded, the bands of input and degraded Cbf5C were excised, digested by trypsin, and sequenced by mass spectroscopy. The peptides C-terminal to residue 370 were detected in the input sample but not in the crystal sample, suggesting that at least 30 C-terminal residues (residues 371-394 and 6 histidines) were degraded.
The N-terminus of degraded Cbf5C was heterogeneous, occurring at positions 1, 2, 5, 6, 9, 12, 15,16, 22 and 25. 
